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<210> 1 

<211> 1958 , . 

<212> DNA 

<213> Stachybotrys chartarum 
<400> 1 

ggatccatca acatgatcag ccaagctatc ggagccgtgg ctctgggcct 

ggcggcagct ctgtcgatgc cagatccgtt gctggtcgat cgacagacat 

ctcaccaaga ggcagacgca gctgagtcct cccctggcct tgtacgaagt 

atccctcctc tgaaggcgcc caagtagtaa gtacattcta taggctagca 

tgctaatcat tgcagtaccg tccccaaccc caacactgga gaggacatct 

gatggagatt aggcccttct cccaccagat ctaccctgat ctggagccgg 

tggatacgat ggcatgtccc caggacctac catcatcgtt cctcgtggca 

tgtccgcttc gtgaacagcg gagagaacac ctctcccaac agcgtccact 

tttctctcga gctccctttg atggttgggc tgaggacact acccagcctg 

ggattactac taccccaaca ggcaggctgc ccgcatgctt tggtaccatg 

gtccatcacc gccgagaacg cctacatggg tcaggctggt gtctacatga 

ggctgaggat gccctgaacc tccccagcgg ctacggcgag tttgatatcc 

gactgccaag cgatacaacg cagacggcac tctcttctcc accaatggag 

cttctggggt gacgttattc aagtggtaag ttgagcccat tgagatgctt 

aagtatcgat gtatgaaatt gtgcatgctc taaccagtgc tatcacagaa 

tggcctatgc tcaacgtgca gccgcgcaag taccgcttcc gcttcctcaa 

tcacgctctt tcgctctgta tcttgctacc tctgaggatt cagagaccag 

caggtcattg ccgctgacgg tggtctgctt gagggccctg ttgacactga 

atctctatgg ccgagcgctg ggaggttgtt atcgacttct ccaccttcgc 

atcgatatcc gcaaccttcc tggtgctgac ggtctcggtg ttgagcctga 

actgacaagg tcatgcgatt cgtcgttgat gaagtccttg agtcgcccga 

gtgcctgcca acctccgaga tgttcctttc cccgagggcg gcaactggga 

cccactgatg acgagacttt caccttcggc cgtgctaatg gacagtggac 

gttaccttct cggatgtcga gaaccgtctg ctccgcaatg tgccccgcga 

atctggcgac ttgagaacaa ctccaacggt tggactcacc ctgttcacat 

gacttccgag tcctttctcg ttccactgcc cgtggagtcg agccttatga 

ctcaaggatg ttgtctggct ggctcgtcgt gaggttgtct atgttgaggc 

cctttcccgt aagttctcgc cttttaccta actggttttc actcatgcta 

gtggtgtcta catgttgcac tgccacaacc tgatccacga ggaccacgac 

ctttcaatgt cactgttctc ggtgactatg gctacaacta caccgagttc 
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1620 


acatctacaa 
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tggagcctct ctggaggccc cgccccttcc tcctcggaga gttcgagaat ggctcgggtg 
acttcagcga gcttgccatc actgaccgca ttcaggagat ggctagcttc aacccctacg 
cccaggctga tgatgatgcc gctgaggagt agaccggt 
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1958 



<210> 2 

<211> 583 

<212> PRT 

<213> Stachybotrys chartarum 



<400> 2 





T1 
±±G 


Ser 


uin 


rt.xa 


T 1 

xxe 


vjxy 


/iXd 


A/a 1 


nXa 


Leu Gly Leu Ala Val 


He 


1 








c 










1 ri 
XU 






15 




oJ.y 




Ser 


Cot* 


V eiX 


Asp 




Arg 


Qo T* 

oe i- 


V d J. 


Ala Gly Arg Ser Thr Asp 








zU 










z b 






30 








P3ro 


Ser 


vjiy 


Leu 


Thr 


Lys 


Arg 


ni n 
vjxh 


Trir 


Gin Leu Ser 


Pro 


Pro 


Leu 






J 5 










4 u 






45 








Ala 


Leu 


Tyr 


olU 


vai 


Pro 


Leu 


Pro 


xxe 


Pro 


Pro Leu Lys 


Ala 


Pro 


Asn 




bU 










bo 








60 








Ttiir 


va X 


Pro 


Asn 


Pro 


Asn 


TVi r- 
llli 


kjxy 


t^XU. 


Asp 


He Leu Tyr 


Tyr 


Glu 


Met 


o b 










1 u 










75 






80 




X J. c 


Arg 


i. J_ 






xaJL o 


Gin 


He 


lyx 


Pro Asp Leu 


Glu 


Pro 


Ala 










O D 
















95 




Asn 


inec 


V ai 


Ljiy 


Tyr 


Asp 


oiy 


I'let 


Ser 


Pro 


Gly Pro Thr 


He 


He 


Val 








lUU 










X Ub 






110 






Pro 


Arg 


vjiy 


inr 


VjIU 


Ser 


vai 


vai 


Arg 


irne 


Val Asn Ser Gly Glu Asn 






115 










12 0 






125 








iniT 


Seir 


Pro 


Asn 


Ser 


V ax 


rlX S 


Leu 


rix s 


vjxy 


Ser Phe Ser Arg Ala 


Pro 




130 










135 








140 










Asp 


uiy 


Trp 


Axa 


oXU 


Asp 


inr 


1 nr 


fin 


Pro Gly Glu 


Tyr 


Lys 


Asp 


145 










Id U 










155 






160 


Tyr 


Tyr 


Tyr 


Pro 


Asn 


Arg 


Pin 


/iXa. 


i^Xo. 


Arg 


Met Leu Trp 


Tyr 


His 


Asp 










lOD 










X / u 






175 




rix s 






Gov 
OCX 


Tip* 
X X c 


1 liX 


i-iX ct 


VjX U. 


Asn 


>ix d 


Tyr Met Gly Gin 


Ala 


Gly 








T Q r* 
lo U 










1 Q C 

X o b 






190 






vai 


Tyr 


Mec 


lie 


uxn 


Asp 


Pro 


Ala 

AX a 


oXU 


Asp 


Ala Leu Asn 


Leu 


Pro 


Ser 






195 










O A 






205 








Cjiy 


Tyr 


tjiy 


tjlU 


Fne 


Asp 


xxe 


Pro 


Leu 


A7a T 

vax 


Leu Thr Ala 


Lys 


Arg 


Tyr 




210 










2 15 








220 








Asn 


Ala 


Asp 


uiy 


Thr 


Leu 


irne 


Ser 


Thr 


Asn 


Gly Glu Val 


Ser 


Ser 


Phe 


225 










230 










235 






240 


Trp 


Liiy 


Asp 


vai 


xxe 


oin 


V ax 


Asn 


oxy 


Pi n 


Pro Trp Pro 


Met 


Leu 


Asn 










245 










250 






255 




Val 


Gin 


Pro 


Arg 


Lys 


Tyr 


Arg 


Phe 


Arg 


Phe 


Leu Asn Ala 


Ala 


Val 


Ser 








260 










265 






270 






Arg 


Ser 


Phe 


Ala 


Leu 


Tyr 


Leu 


Ala 


Thr 


Ser 


Glu Asp Ser 


Glu 


Thr 


Arg 






275 










280 






285 








Leu 


Pro 


Phe 


Gin 


Val 


He 


Ala 


Ala 


Asp 


Gly 


Gly Leu Leu Glu Gly 


Pro 




290 










295 








300 








Val 


Asp 


Thr 


Asp 


Thr 


Leu 


Tyr 


He 


Ser 


Met 


Ala Glu Arg 


Trp 


Glu 


Val 


305 










310 










315 






320 


Val 


lie 


Asp 


Phe 


Ser 


Thr 


Phe 


Ala 


Gly 


Gin 


Ser He Asp 


He 


Arg 


Asn 










325 










330 






335 




Leu 


Pro 


Gly 


Ala 


Asp 


Gly 


Leu 


Gly 


Val 


Glu 


Pro Glu Phe 


Asp 


Asn 


Thr 








340 










345 






350 






Asp 


Lys 


Val 


Met 


Arg 


Phe 


Val 


Val 


Asp 


Glu 


Val Leu Glu 


Ser 


Pro 


Asp 






355 










360 






365 








Thr 


Ser 


Glu 


Val 


Pro 


Ala 


Asn 


Leu 


Arg 


Asp 


Val Pro Phe 


Pro 


Glu 


Gly 





OTA 










J /b 






"3 Q A 
O O U 










Kjxy 


Asn 


Trp 


Asp 


It X*tJ 


ai a 


Asn 


lrX(J JLXII- 




O J. LL 


Thr 


Phe 


Thy 


Phe 


^ o c 

job 










T Q A 

J y u 






"J Q c; 

J y b 










AAA 
4 U U 


Kj±y 


Airg 


/IX a. 


Asn 


oxy 


m n 

VjXII 


irp 


TVit* Z\C!T1 
X liX X XC noil 


vj-L y 


V CL X 


ThT" 

i. IIX. 


XT lie 


C f=i >- 

OCX 












/I n t; 
4 U D 






A 1 A 
X U 










fx X 3 








Asn 


Arg 


Leu 


Leu 


Arg 




-tt-xy 


A on 


Thr 


Val 


Glu 


lie 








^ o n 
4 z U 
















A 7 A 
*± J U 






Trp 


Arg 


Leu 


r*! 11 

oXU 


Asn 


Asn 


OCX 


M.SI1 oXy -L-L-P 


1 iiX 


n.x b 


c L. \J 


V d X 


nx o 


Tip 
X X c 






^ T C 

4 3 5 










A A f\ 

44 U 






A A C 

44b 








His 


T 1 

Leu 


vax 


Asp 


Fne 


Arg 


vax 


Leu Ser Arg 


Ser 


inr 


a 1 a 

Axa 


Arg 


oxy 


\7a 1 

vax 




450 










455 






460 










Glu 


Pro 


Tyr 


CjlU 


AX a 


AX a 


Kjxy 


Leu Lys Asp 


^/a 1 

vax 


T/a 1 

vax 


Trp 


Leu 


a 1 a 


Arg 


465 










4 70 






4 /b 










A Q A 

4 O u 


Airg 


LjIU 


vax 


vax 


Tyr 


vax 


LjXU 


Axa rixs xyr 


a 1 a 

AX a 


Pro 


irne 


Pro 


\j±.y 


VaX 










485 






4 9 0 










4 y b 




Tyr 


Mec 


Leu 


rlx S 


Cys 


HX S 


Asn 


Xicu xxe rixs 


oX U. 


Asp 


TT-i e 

XlX *D 


Asp 


i'lC L. 


I'lC L. 








c A r» 








c; A 
b U 3 








D X U 










DVi o 


Asn 


vax 


X IIX 


Va.X 


Xicu. oxy /vsp 


iyr 


vjxy 


iyr 


21 en 


xyr 


X IIX 






O 1 D 










O A 

bz u 






i; 9 R 

D Z 3 








O J.U. 


file 


X xc 




±r X tJ 




uX U 






IT 


At* CI 
Axy 


Pro 


Phe 


Leu 




530 










535 






540 










Leu 


Gly 


Glu 


Phe 


Glu 


Asn 


Gly 


Ser Gly Asp 


Phe 


Ser 


Glu 


Leu 


Ala 


He 


545 










550 






555 










560 


Thr 


Asp 


Arg 


He 


Gin 


Glu 


Met 


Ala Ser Phe 


Asn 


Pro 


Tyr 


Ala 


Gin 


Ala 










565 






570 










575 




Asp 


Asp 


Asp 


Ala 


Ala 


Glu 


Glu 

















580 



<210> 3 
<211> 2095 
<212> DNA 

<213> Stachybotrys chartarum 



<400> 3 

cagctcggtc 
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gatcggcggc 

cggtctcacc 
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<210> 4 
<211> 572 
<212> PRT 

<213> Myrotheciutn verucaria 
<400> 4 
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Gin 


Ser 


Gly 


Gin 


Phe 


Ser 


Val 


Gin 


Ala 


Val 


Thr 


Glu 


Arg 


He 


Gin 


Thr 


545 










550 










555 










560 


Met 


Ala 


Glu 


Tyr 


Arg 


Pro 


Tyr 


Ala 


Ala 


Ala 


Asp 


Glu 











565 570 

<210> 5 
<211> 21 
<212> PRT 

<213> Stachybotrys chart arum 
<400> 5 

Phe Val Asn Ser Gly Glu Asn Thr 

1 5 
'Gly Ser Phe Ser Arg 
20 

<210> 6 
<211> 18 
<212> PRT 

<213> Stachybotrys chartarum 
<400> 6 

Gly Val Glu Pro Tyr Glu Ala Ala Gly Leu Lys Asp Val Val Trp Leu 

15 10 15 

Ala Arg 



Ser Pro Asn Ser Val His Leu His 
10 15 



<210> 7 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<221> Tnisc_f eature 
<222> (12) . . . (12) 
<223> n = A,T, C or G 

<400> 7 

gtcaacagtg gngaraayac 

<210> 8 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> primer 

<221> misc_feature 
<222> (12) . . . (18) 
<223> n = A,T,C or G 

<400> 8 

gcggcctcat anggctcnac 



